
Variant annotation from Supplementary Materials (Pabinger, et al) 
Name Input Format Output Format SNP INDEL CNV GUI CLI Web Notes 

ANNOVAR [93] VCF4, Complete Genomics, 
GFF3-SOLiD, CSV in 
Annovar format; 
 

Gene-based annotation; 
Region-based 
annotations; Filter-based 
annotation. For all 
categories  

yes yes yes no yes no Integrated tool providing gene 
annotation, db ids and various scores; 

VEP (Ensembl - 
Variant Effect 
Predictor) [100] 

CSV, VCF, Pileup, HGVS, 
Variant Identifiers 

Web report yes no no no yes yes  

FANS [103] FASTA format; or variation 
information via web interface 

Web report, CSV yes no no no no yes Prioritized variations based on risk 
levels; divided into: Genome View, 
Gene View, Transcript View, Variation 
View; 

GERP++ [108]  Web report yes no no no yes yes It produces evolutionary conservation 
scores. 

MuD [115]  Web report yes no no no no yes  

MutaGeneSys [116]  Web report / CSV yes no no no yes yes The query Interface is not working. 

MutationAssessor 
[117] 

CSV in MutationAssessor 
format, Uniprot ID, Refseq ID 

CSV in 
MutationAssessor 
format 

yes no no no no yes  

MutationTaster 
[118] 

ORF, cDNA sequence, 
genomic sequence, alteration 

Web report yes yes no no yes yes  

MutPred [119] FASTA sequence, CSV file of 
mutations 

Web report yes no no no no yes Calculates the impact of mutation on 
different protein properties; is based on 
SIFT and offers precomputed dbSNP 
results; 

nsSNPAnalyzer 
[122] 

FASTA, substitutions list Web report yes no no no no yes The tool outputs various SNP features 
and predicts the phenotypic class. 

Oncotator [123] Oncotator format CSV yes yes no no no yes Annotations with data relevant to 
cancer researcher; collects Genomic 
Annotations, Protein Annotations, 
Cancer Annotations 

PolyPhen-2 [133] UniProt ID, FASTA, dbSNP 
ID 

CSV in PolyPhen format yes no no no yes yes  

PupaSNP Finder 
[134] 

dbSNP ID, Gene/Transcript 
ID; PED format 

Web report yes no no no no yes  

QuickSNP [135] genomic position; HUGO 
gene symbol 

Web report yes no no no no yes  

SeattleSeq 
Annotation [140] 

Maq, GFFm CASAVA, VCF, 
GATK bed 

VCF, own format yes yes no no no yes  



Name Input Format Output Format SNP INDEL CNV GUI CLI Web Notes 

SIFT [144] Multiple proteins, dbSNP ID, 
NCBI GI number, protein 
sequence, protein sequence 
alignment, Pileup, VCF4, 
maq, soap, gff3, casava, cg 

XXX in SIFT format yes no no no yes yes  

SIFT Indel [145]   no yes no no no yes  

SNAP [147] AA in FASTA, substitutions 
format 

Web report yes no no no no yes This tool offers a user friendly web 
interface. 

SNP Function 
Portal [148] 

RefSNP Ids, OMIM Ids Web report yes no no no no yes  

SNPnexus [153] CSV in SNPnexus input 
format 

CSV in SNPnexus 
output format 

yes yes yes no no yes Outputs CNV, INDELs, inversions; 

SNPper [154] dbSNP ID, TSC ID, position Web report yes no no no no yes  

SNPs3D [156] Gene symbol, SNP ID Web report yes no no no no yes  

VARIANT [164] VCF Web report, text yes no no no yes yes  

 

CSV = comma separated value 
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http://snp-nexus.org/guide.html#input_format

